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Transnational Partner Search  

PROJECT IDEA/ ENTITY PROFILE FORM 

Contact details 

Name of organisation/ Member State:   University of Keele 

Name  of  project:      (Provisionally) High performance Computational Framework for 
Image‐based Classification of Phenotype 

Partner Search lead contact:            Dr KP Lam                                                         

Email:  k.p.lam@cs.keele.ac.uk 

Telephone:  01782-734110 

SECTION 1 – TYPE OF ORGANISATION  

      Private  

       Public    

     Non profit 

     Other 

Is your  company a  Small‐ Medium  sized Enterprise 
(SME)? 

     Yes   

     No 

If YES, number of employees: 
Description of your project 

(max. 200 words): 

• What is the purpose of your project? 
 
This project aims at advancing multidisciplinary research in 
conducting large-scale microscopy experiments involving computer 
scientists and life scientists/biologists, by transferring 
knowledge/skills in automated, high-throughput digital microscopy 
between academia and industry. 
 

• What do you want to achieve in your project for it to be 
a success? 

 

Building on the complementary expertise of the participants, the 
consortium seeks to investigate and develop a range of custom 
automation solutions for large scale microscopy experiments 
including biobanking, biological sample management, genotype 
classifications and advanced high throughput screening applications. 
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• Who are your main target audiences? 

Computational scientists, designers and developers of advanced 
microscopy automation systems and service providers. 

• What tasks / activities do you want to do to achieve 
these? 

Knowledge/skills transfer via researcher exchange. 

• What will be the impacts / results of your project? 
 
The principal industrial partner of this project produces cutting edge 
automated microscopy equipment. The principal academic partners 
have pioneered new methods of analysing microscopy and related 
imagery offering the potential for groundbreaking new applications. 
The knowledge-exchange partnership will produce improvements in 
the efficacy of automated microscopic image analysis.  
 
We see numerous applications of this technology in health-care, 
drug exploration and cell phenotype classifications. For example, we 
have already achieved some very interesting results in medical 
imaging analysis where the technique can be used to differentiate 
tissue structures. This allows the possibility of distinguishing 
between cancerous and healthy tissue in a given tissue structure 
(like the pituitary) or to quantise the quality of tissue repair in 
biomedical engineering applications. 
 
Our results will provide an important proof of concept of the 
techniques developed, by identifying the key underlying 
characteristics responsible for success of the newly developed 
procedures that can be extended and serve to develop design 
principles and strategies applicable to other but related domains in a 
wider context.   
 
The experience gained in the prototype construction involving cross-
cutting development work on traditional human computer 
interactions (HCI) and advanced computational statistics can be 
highly valuable for researchers, as end users in the science and 
technology community, who (increasingly) must summarise large 
amounts of data in an effective and efficient manner using innovative 
data analytic experimental procedures that are capable of extracting 
and discovering non-trivial, interesting and useful patterns hidden in 
the data. 
 
At present, the research group at Keele is small but growing. A 
successful commercial collaboration would greatly enhance our 
reputation, provide an income stream and permit us to further 
develop the algorithms involved and evaluate their efficacy in 
broader application areas. 
 
The project aligns well with EU research priorities and, through the 
potential for automatic cell screening techniques, offers significant 
opportunities both for wealth creation (marketable products) and 
cost-reduction in the provision of health care services. 
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Description  of  your 
organization 

(max. 200 words): 

 

School of Computing and Mathematics, Keele University. 

 

Partner Profile 

(Type  of  partners  you  are 
looking  for  (skills / experience 
/ expertise) and their expected 
roles in the Project) 

 

Expertise in cell biology, functional genomics and drug discovery, in 
vitro toxicology and regenerative medicine. 

 

Keywords  describing  the 
expertise offered 

(5 max): 

 

Computer Vision, Computational Biology, Cell Biology (re Functional 
Genomics), Drug Discovery, Regenerative medicine. 

SECTION 3 – SECTOR OF INTEREST IN EU PROGRAMMES 

   Life+ (environment)             Interreg (interregional cooperation)  

   Energy Intelligence‐ Europe (Energy renewable)     Media (Audiovisual) 

   Life Long Learning (training)         ICT (Information& Communication Techn.)   

 

 7FP (Innovation & Research)                    Education and youth 

   Ecoinnovation                           Employment 

   Culture               Others  __________________________ 
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SECTION 4 – YOUR PREVIOUS EXPERIENCE  IN EU PROJECTS. TO POINT OUT THE ACRONYM AND 

WEBSITE 

To complete.  The School has experience in several FP7 projects (both current and completed) 
including 2xIIF and an ITN (started 2008).  

 

SECTION 5 – EXPECTATIONS 

Expected results for your organisation (max 100 words): 
 
High-performance digital microscopy is a powerful tool for researchers wishing to study cell lineage, 
primary cell, co-cultures and mono-layer tissue models. However, the analysis and exploration of 
high‐throughput microscopy data is a computationally challenging problem. A principal goal of this 
project is to develop effective procedures for extracting high‐quality measurements of the cells in 
microscopy images from each sample and identify samples with phenotypes of interest. This would 
facilitate rapid characterisation of gene function which could in turn aid in automated functional 
annotation of the human genome. 
 

 

 

 

 

 

 


